k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Corynebacteriales;f__Corynebacteriaceae;g__Corynebacterium;s__matruchotii
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__sp._oral_taxon_279
k__Bacteria;p__Bacteroidetes;c__Flavobacteria;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__gingivalis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Carnobacteriaceae;g__Granulicatella;s__adiacens
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__cristatus
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sanguinis
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__multifamily;g__Lachnoanaerobaculum;s__saburreum
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_ Veillonellaceae;g__Veillonella;s__multispecies_spp73_2
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__hofstadii
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_417
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Lautropia;s__mirabilis

k__ Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g__Neisseria;s__sicca
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g__Enterobacter;s__asburiae
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g_ Enterobacter;s__soli

k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g_ Klebsiella;s__michiganensis
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g_ Pragia;s__fontium
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g_ Pragia;s_ fontium_nov_97.70%

k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f_Enterobacteriaceae;g__multigenus;s__multispecies_spp500_5
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_ Pseudomonadales;f Pseudomonadaceae;g_ Pseudomonas;s__multispecies_spp360_9



