k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g__ Actinomyces;s__gerencseriae
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g__ Actinomyces;s__naeslundii
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Carnobacteriaceae;g__Granulicatella;s__adiacens
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Carnobacteriaceae;g__Granulicatella;s__multispecies_spp201_2
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__mutans
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__parasanguinis_|I
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__peroris_nov_97.48%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__salivarius
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sanguinis

k__ Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f_Streptococcaceae;g__Streptococcus;s__sp._oral_taxon_058
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f_Streptococcaceae;g__ Streptococcus;s__sp._str._C300

k__ Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_ Veillonellaceae;g_ Veillonella;s__multispecies_spp73_2
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_ Veillonellaceae;g_ Veillonella;s__parvula
k__Bacteria;p__Fusobacteria;c__Fusobacteria;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s_ sp._AF189244.1
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f _Burkholderiaceae;g__Lautropia;s__mirabilis

k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Cardiobacteriales;f__Cardiobacteriaceae;g__Cardiobacterium;s__hominis
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g_ Enterobacter;s__kobei
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g_ Pragia;s__fontium

k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g_ Pragia;s_ fontium_nov_97.70%



