k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g_ Actinomyces;s__graevenitzii
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g_ Actinomyces;s__lingnae_[NVP]
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Actinomycetaceae;g_ Actinomyces;s__odontolyticus

k__ Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Actinomycetaceae;g__ Actinomyces;s_ sp._oral_taxon_172
k__ Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Actinomycetaceae;g__ Actinomyces;s_ sp._oral_taxon_180
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Micrococcaceae;g__ Rothia;s__aeria
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Micrococcaceae;g__Rothia;s__dentocariosa
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f _Micrococcaceae;g_ Rothia;s__mucilaginosa
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Corynebacteriales;f _Corynebacteriaceae;g__Corynebacterium;s__matruchotii

k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Corynebacteriales;f _Corynebacteriaceae;g__Corynebacterium;s__matruchotii_nov_97.17%

k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Propionibacteriales;f__Propionibacteriaceae;g__ Propionibacterium;s__acnes
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Propionibacteriales;f__Propionibacteriaceae;g__Propionibacterium;s__propionicum
k__Bacteria;p__Actinobacteria;c__Coriobacteriia;o__Coriobacteriales;f__Coriobacteriaceae;g__Atopobium;s__parvulum

k__Bacteria;p__Bacteroidetes;c__Bacteroidetes [C-1];0_ Bacteroidetes_[O-1];f Bacteroidetes [F-1];g_ Bacteroidetes [G-5];s_ sp._oral_taxon_511
k__Bacteria;p__Bacteroidetes;c__Bacteroidetes [C-1];0_ Bacteroidetes [O-1];f Bacteroidetes [F-1];g_ Bacteroidetes [G-5];s_ sp._oral_taxon_511 nov_87.78%

k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Bacteroidaceae;g_ Bacteroides;s__ fragilis
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Bacteroidaceae;g_ Bacteroides;s__ovatus
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Bacteroidales [F-2];g_ Bacteroidales_[G-2];s__sp._oral_taxon_274
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__catoniae
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__endodontalis
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g__Porphyromonas;s__gingivalis

k__ Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Porphyromonas;s__sp._oral_taxon_275
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Porphyromonas;s__sp._oral_taxon_278
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Porphyromonas;s__sp._oral_taxon_279
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Porphyromonas;s__sp._oral_taxon_285
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Porphyromonas;s__sp._oral_taxon_930
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Porphyromonadaceae;g_ Tannerella;s__sp._oral_taxon_286
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Alloprevotella;s__sp._oral_taxon_308
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Alloprevotella;s_ sp._oral_taxon_473

k__ Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g__Alloprevotella;s__tannerae
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__aurantiaca
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__baroniae
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__bivia_nov_92.91%

k__ Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__histicola

k__ Bacteria;p__Bacteroidetes;c_ Bacteroidia;o_ Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__intermedia
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s__loescheii
k__Bacteria;p__Bacteroidetes;c_ Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__melaninogenica
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__multiformis
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s__multispecies_spp21_2
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s__nanceiensis
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__oris
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s__oulorum
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s__pallens
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g__Prevotella;s__saccharolytica
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f _Prevotellaceae;g_ Prevotella;s__salivae
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotella;s__shabhii
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotella;s__sp._oral_taxon_306
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g__Prevotella;s__sp._oral_taxon_313

k__ Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__sp._oral_taxon_313_nov_97.76%
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__sp._oral_taxon_314
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__sp._oral_taxon_317
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__sp._oral_taxon_443
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__sp._oral_taxon_472
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__sp._oral_taxon_475
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f__Prevotellaceae;g_ Prevotella;s__sp._oral_taxon_942
k__Bacteria;p__Bacteroidetes;c__Bacteroidia;o__Bacteroidales;f_Prevotellaceae;g_ Prevotella;s__timonensis

k__ Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g_ Bergeyella;s_ sp._oral_taxon_322
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g_ Bergeyella;s_ sp._oral_taxon_900
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g_ Bergeyella;s_ sp._oral_taxon_900_nov_90.91%
k__ Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g_ Bergeyella;s_ sp._oral_taxon_931

k__ Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g_ Bergeyella;s_ sp._oral_taxon_931_nov_92.95%
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__gingivalis
k__Bacteria;p__Bacteroidetes;c__ Flavobacteriia;o__Flavobacteriales;f_Flavobacteriaceae;g_ Capnocytophaga;s__gingivalis_nov_90.68%
k__Bacteria;p__Bacteroidetes;c__ Flavobacteriia;o__Flavobacteriales;f_Flavobacteriaceae;g_ Capnocytophaga;s_ gingivalis_nov_97.90%
k__Bacteria;p__Bacteroidetes;c_ Flavobacteriia;o__Flavobacteriales;f Flavobacteriaceae;g__Capnocytophaga;s_ granulosa
k__Bacteria;p__Bacteroidetes;c__ Flavobacteriia;o__Flavobacteriales;f Flavobacteriaceae;g__Capnocytophaga;s_ leadbetteri
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f _Flavobacteriaceae;g__Capnocytophaga;s__sp._oral_taxon_326
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f _Flavobacteriaceae;g__Capnocytophaga;s__sp._oral_taxon_332
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f _Flavobacteriaceae;g__Capnocytophaga;s__sp._oral_taxon_335
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f _Flavobacteriaceae;g__Capnocytophaga;s__sp._oral_taxon_336
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f _Flavobacteriaceae;g__Capnocytophaga;s__sp._oral_taxon_412
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f _Flavobacteriaceae;g__Capnocytophaga;s__sp._oral_taxon_863
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f _Flavobacteriaceae;g__Capnocytophaga;s__sp._oral_taxon_864
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g__Capnocytophaga;s__sputigena
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Gemellaceae;g__Gemella;s__haemolysans
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Gemellaceae;g__Gemella;s__morbillorum
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Gemellaceae;g__Gemella;s__sanguinis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Staphylococcaceae;g__Staphylococcus;s__aureus
k__Bacteria;p__Firmicutes;c__Bacilli;o__Bacillales;f__Staphylococcaceae;g__Staphylococcus;s__epidermidis
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Aerococcaceae;g__Abiotrophia;s__defectiva
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Carnobacteriaceae;g__Granulicatella;s__adiacens
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Carnobacteriaceae;g__Granulicatella;s__elegans

k__ Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Enterococcaceae;g__Enterococcus;s_ faecalis

k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Leuconostocaceae;g__Leuconostoc;s__citreum
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Lactococcus;s__lactis

k__ Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__anginosus

k__ Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__australis

k__ Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g_ Streptococcus;s__constellatus
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g__Streptococcus;s__cristatus
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f_Streptococcaceae;g__ Streptococcus;s__dentisani
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__gordonii
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g_ Streptococcus;s__infantis
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__mitis

k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__multispecies_sppl4_2
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__multispecies_spp42_2
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__oralis
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__parasanguinis_|
k__Bacteria;p__Firmicutes;c__ Bacilli;o__Lactobacillales;f _Streptococcaceae;g__Streptococcus;s__parasanguinis_II
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__peroris
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f _Streptococcaceae;g__ Streptococcus;s__salivarius
k__Bacteria;p__Firmicutes;c__ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sanguinis
k__Bacteria;p__Firmicutes;c__ Bacilli;o__Lactobacillales;f__Streptococcaceae;g_ Streptococcus;s__sp._oral_taxon_058
k__Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__sp._oral_taxon_061

k__ Bacteria;p__Firmicutes;c_ Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._oral_taxon_064
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._oral_taxon_066
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._oral_taxon_070
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._oral_taxon_074
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._oral_taxon_074_nov_97.79%
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._oral_taxon_423
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__Streptococcus;s__sp._oral_taxon_431
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f_Streptococcaceae;g__Streptococcus;s__tigurinus
k__Bacteria;p__Firmicutes;c__Bacilli;o__Lactobacillales;f__Streptococcaceae;g__ Streptococcus;s__vestibularis
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Clostridiales_[F-1];g__ Clostridiales_[F-1][G-1];s_ sp._oral_taxon_093
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIV];g__Catonella;s__morbi
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIV];g__Catonella;s__sp._oral_taxon_164
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIV];g__Catonella;s__sp._oral_taxon_451
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIV];g__Johnsonella;s__sp._oral_taxon_166
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIV];g__Lachnoanaerobaculum;s__orale
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIV];g__Lachnoanaerobaculum;s__saburreum
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIV];g__Lachnoanaerobaculum;s__umeaense
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIV];g__Lachnospiraceae_[G-2];s__ sp._oral_taxon_088

k__Bacteria;p__Firmicutes;c_ Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIV];g_ Lachnospiraceae_[G-2];s_ sp._oral_taxon_088_nov_93.15%

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIV];g__Lachnospiraceae_[G-3];s__sp._oral_taxon_100
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIV];g__Lachnospiraceae_[G-7];s__sp._oral_taxon_163
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIV];g__Oribacterium;s__sinus
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIV];g__Oribacterium;s__sp._oral_taxon_078
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIV];g__Oribacterium;s__sp._oral_taxon_102
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Lachnospiraceae_[XIV];g__Stomatobaculum;s__longum
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIV];g_ Stomatobaculum;s__sp._oral_taxon_097
k__Bacteria;p__Firmicutes;c_ Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIVa];g__Lachnospiraceae_[G];s_ sp._Oral_Taxon_Al7
k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Lachnospiraceae_[XIVa];g__Lachnospiraceae_[G];s_ sp._Oral_Taxon_B32
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptoniphilaceae;g__Finegoldia;s__magna
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptoniphilaceae;g__Parvimonas;s__micra
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptoniphilaceae;g__Parvimonas;s__sp._oral_taxon_393
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptoniphilaceae;g__Peptoniphilus;s__indolicus
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptoniphilaceae;g__Peptoniphilus;s__lacrimalis
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g__Filifactor;s__alocis
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g__Mogibacterium;s__diversum

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g__ Peptostreptococcaceae_[XI1[G-7];s_ [Eubacterium]_yurii_subsps._yurii_&_margaretiae
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[Xl];g__ Peptostreptococcaceae_[XI1[G-7];s__sp._oral_taxon_081

k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae_[XI];g__Peptostreptococcus;s__stomatis
k__Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Ruminococcaceae;g__Ruminococcaceae_[G-1];s_ sp._oral_taxon_075_nov_94.74%
k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f _Ruminococcaceae;g__Ruminococcaceae_[G-2];s__sp._oral_taxon_085

k__ Bacteria;p__Firmicutes;c__Erysipelotrichia;o__Erysipelotrichales;f__Erysipelotrichaceae;g_ Bulleidia;s__extructa
k__Bacteria;p__Firmicutes;c__Erysipelotrichia;o__Erysipelotrichales;f__Erysipelotrichaceae;g__Solobacterium;s__moorei
k__Bacteria;p__Firmicutes;c__Mollicutes;o__Mycoplasmatales;f _Mycoplasmataceae;g_ Mycoplasma;s__buccale
k__Bacteria;p__Firmicutes;c__Mollicutes;o__Mycoplasmatales;f _Mycoplasmataceae;g_ Mycoplasma;s__faucium
k__Bacteria;p__Firmicutes;c__ Mollicutes;o__Mycoplasmatales;f _Mycoplasmataceae;g_ Mycoplasma;s__salivarium
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_Veillonellaceae;g__Selenomonas;s__noxia
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_Veillonellaceae;g__Selenomonas;s__sputigena
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_ Veillonellaceae;g_ Veillonella;s__atypica
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_Veillonellaceae;g_ Veillonella;s__multispecies_sppl7_2
k__Bacteria;p__Firmicutes;c__Negativicutes;o__Selenomonadales;f_ Veillonellaceae;g_ Veillonella;s__parvula_group
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteria_[O];f__Fusobacteria_[F];g__Fusobacteria_[G-1];s__sp._Oral_Taxon_A71
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f _Fusobacteriaceae;g__Fusobacterium;s__multispecies_spp20_2
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__multispecies_spp25_2
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__multispecies_spp9_2
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__necrophorum
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g_ Fusobacterium;s__nucleatum_subsp._animalis
k__ Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__nucleatum_subsp._nucleatum
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__nucleatum_subsp._polymorphum
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g_ Fusobacterium;s__nucleatum_subsp._vincentii
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__periodonticum
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g_ Fusobacterium;s__periodonticum_nov_97.14%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__sp._HOT_204

k__ Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__sp._oral_taxon_203
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g__Fusobacterium;s__sp._oral_taxon_370
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Fusobacteriaceae;g_ Fusobacterium;s__sp._oral_taxon_370_nov_97.86%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__buccalis

k__ Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__goodfellowii
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__hofstadii

k__ Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__hongkongensis
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f_Leptotrichiaceae;g__Leptotrichia;s__shahii
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f _Leptotrichiaceae;g__Leptotrichia;s_ sp._Oral_Taxon_B57
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f _Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_212
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f _Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_215
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_215 nov_96.76%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_215 _nov_96.98%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_215 nov_97.41%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f _Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_219
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_219 nov_86.82%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f _Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_221
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_221 nov_87.61%
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_225
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_392
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_417
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_463
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_498
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__sp._oral_taxon_909
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__trevisanii
k__Bacteria;p__Fusobacteria;c__Fusobacteriia;o__Fusobacteriales;f__Leptotrichiaceae;g__Leptotrichia;s__wadei
k__Bacteria;p__Gracilibacteria_(GN02);c_ GN02_[C-1];0__GNO02_[O-1];f__GNO2_[F-1];g_ GNO2_[G-1];s__sp._oral_taxon_872

k__ Bacteria;p__Proteobacteria;c__Alphabacteria;o__Rhizobiales;f__Methylobacteriaceae;g__Methylobacterium;s__rhodesianum
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhizobiales;f_Bradyrhizobiaceae;g__Afipia;s_ sp._genosp._4

k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Sphingomonadales;f__Sphingomonadaceae;g_ Sphingomonas;s__sp._oral_taxon_006_nov_83.56%

k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Lautropia;s__mirabilis
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f__Burkholderiaceae;g__Ralstonia;s__sp._oral_taxon_406
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f _Comamonadaceae;g_ Ottowia;s__sp._oral_taxon_894
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Burkholderiales;f _Comamonadaceae;g_ Ottowia;s__sp._oral_taxon_894_nov_97.30%
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o_ _Burkholderiales;f _Comamonadaceae;g_ Ottowia;s_ sp._oral_taxon_894_nov_97.31%
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o_Burkholderiales;f _Oxalobacteraceae;g__ Cupriavidus;s__metallidurans
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__ Neisseriales;f _Neisseriaceae;g__Eikenella;s__corrodens
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__ Neisseriales;f _Neisseriaceae;g__Kingella;s__denitrificans
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f _Neisseriaceae;g_ Kingella;s__kingae
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g__Neisseria;s__bacilliformis
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f _Neisseriaceae;g__ Neisseria;s__elongata
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f _Neisseriaceae;g__Neisseria;s__flava
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__ Neisseriales;f__Neisseriaceae;g__Neisseria;s__flavescens|subflava
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g__Neisseria;s__mucosa

k__ Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g__Neisseria;s__sicca
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g__Neisseria;s__sp._oral_taxon_018
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o__Neisseriales;f__Neisseriaceae;g__Neisseria;s__sp._oral_taxon_020
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f__Campylobacteraceae;g__Campylobacter;s__concisus
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f__Campylobacteraceae;g__Campylobacter;s__gracilis
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f _Campylobacteraceae;g__Campylobacter;s__showae

k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f__Campylobacteraceae;g__Campylobacter;s__sp._Oral_Taxon_G43
k__Bacteria;p__Proteobacteria;c__Epsilonproteobacteria;o__Campylobacterales;f Campylobacteraceae;g__Campylobacter;s__sp._oral_taxon_044
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Cardiobacteriales;f__Cardiobacteriaceae;g__Cardiobacterium;s__valvarum
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Cardiobacteriales;f__Cardiobacteriaceae;g__Cardiobacterium;s__valvarum_nov_95.28%
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacterales;f__Enterobacteriaceae;g__Citrobacter;s__rodentium

k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g__Citrobacter;s__sp._str._KMSI_3

k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g__Enterobacter;s_ cloacae
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g__Enterobacter;s__hormaechei
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g_ Erwinia;s__aphidicola
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g_ Escherichia;s__coli
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f__Enterobacteriaceae;g_ Klebsiella;s__sp._Oral_Taxon_A36
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g_ Proteus;s__mirabilis
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g__Salmonella;s__Schwarzengrund_ss_enterica
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f Enterobacteriaceae;g__multigenus;s__multispecies_spp5_3
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Enterobacteriales;f _Enterobacteriaceae;g__multigenus;s__multispecies_spp6_4
k__Bacteria;p__Proteobacteria;c__ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Aggregatibacter;s__paraphrophilus_nov_97.36%
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f _Pasteurellaceae;g__Aggregatibacter;s__segnis
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Aggregatibacter;s__sp._oral_taxon_458
k__Bacteria;p__Proteobacteria;c__ Gammaproteobacteria;o__Pasteurellales;f _Pasteurellaceae;g__Aggregatibacter;s__sp._oral_taxon_512
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Aggregatibacter;s__sp._oral_taxon_898
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Aggregatibacter;s__sp._oral_taxon_949
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Haemophilus;s__haemolyticus
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Haemophilus;s__influenzae
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__parahaemolyticus
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Haemophilus;s__parainfluenzae
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__sp._oral_taxon_036

k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__sp._oral_taxon_908
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g__Haemophilus;s__sp._oral_taxon_908_nov_96.74%
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__sp._oral_taxon_908_nov_97.35%
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pasteurellales;f__Pasteurellaceae;g_ Haemophilus;s__sputorum
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Moraxella;s__osloensis_nov_89.07%

k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pseudomonadales;f__Moraxellaceae;g__Moraxella;s__sp._Oral_Taxon_B07
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pseudomonadales;f _Pseudomonadaceae;g_ Pseudomonas;s__aeruginosa
k__Bacteria;p_ SR1;c_ SR1_[C-1];0_ SR1_[O-1];f SR1_[F-1];9_ SR1_[G-1];s_ sp._oral_taxon_345

k__Bacteria;p_ SR1;c_ SR1_[C-1];0_ SR1_[O-1];f SR1_[F-1];9_ SR1_[G-1];s_ sp._oral_taxon_874

k__Bacteria;p_ SR1;c_ SR1 [C-1];0_ SR1_[O-1];f SR1_[F-1];9_ SR1_[G-1];s_ sp._oral_taxon_875

k__Bacteria;p__Saccharibacteria_(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f__TM7_[F-1];g_ TM7_[G-1];s_ sp._oral_taxon_346

k__Bacteria;p__Saccharibacteria_(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f__TM7_[F-1];g_ TM7_[G-1];s_ sp._oral_taxon_347

k__Bacteria;p__Saccharibacteria_(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f _TM7_[F-1];g_ TM7_[G-1];s_ sp._oral_taxon_349

k__Bacteria;p__Saccharibacteria_(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f _TM7_[F-1];,g_ TM7_[G-6];s__sp._oral_taxon_870

k__Bacteria;p__Saccharibacteria_(TM7);c_ TM7_[C-1];0_ TM7_[O-1];f _TM7_[F-2];g_ TM7_[G-5];s__sp._oral_taxon_356
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f _Spirochaetaceae;g_Treponema;s__amylovorum
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f _Spirochaetaceae;g_Treponema;s__denticola
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f _Spirochaetaceae;g__Treponema;s__lecithinolyticum
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f _Spirochaetaceae;g_ Treponema;s__medium
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f _Spirochaetaceae;g_Treponema;s__pectinovorum
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f__Spirochaetaceae;g_ Treponema;s__sp._oral_taxon_230
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f__Spirochaetaceae;g_ Treponema;s__sp._oral_taxon_231
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f__Spirochaetaceae;g_ Treponema;s__sp._oral_taxon_237

k__ Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f__Spirochaetaceae;g_ Treponema;s__sp._oral_taxon_238
k__Bacteria;p__Spirochaetes;c__Spirochaetia;o__Spirochaetales;f__Spirochaetaceae;g_ Treponema;s__sp._oral_taxon_258
k__Bacteria;p__Synergistetes;c__Synergistia;o__Synergistales;f__Dethiosulfovibrionaceae;g_ Pyramidobacter;s__piscolens
k__Bacteria;p__Synergistetes;c__Synergistia;o__Synergistales;f__Synergistaceae;g__Fretibacterium;s__fastidiosum
k__Bacteria;p__Synergistetes;c__Synergistia;o__Synergistales;f__Synergistaceae;g__Fretibacterium;s__sp._oral_taxon_359
k__Bacteria;p__Synergistetes;c__Synergistia;o__Synergistales;f__Synergistaceae;g__Fretibacterium;s__sp._oral_taxon_360

k__ Bacteria;p__Synergistetes;c__Synergistia;o__Synergistales;f__Synergistaceae;g__Fretibacterium;s__sp._oral_taxon_362



