k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Geodermatophilaceae;g_ Blastococcus;s__saxobsidens
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Actinomycetales;f__Propionibacteriaceae;g__Propionibacterium;s__acnes
k__Bacteria;p__Actinobacteria;c__Actinobacteria;o__Micrococcales;f__Microbacteriaceae;g__Microbacterium;s__barkeri_nov_96.79%
k__Bacteria;p__Bacteroidetes;c__Flavobacteriia;o__Flavobacteriales;f__Flavobacteriaceae;g__ Chryseobacterium;s__hominis
k__Bacteria;p__Chloroflexi;c__Chloroflexi;o__Herpetosiphonales;f__Herpetosiphonaceae;g__Herpetosiphon;s__aurantiacus
k__Bacteria;p__Cyanobacteria;c__NA;o__Chroococcales;f__NA;g__Gloeothece;s__membranacea_nov_86.56%

k__ Bacteria;p__Firmicutes;c__Clostridia;o__Clostridiales;f__Peptostreptococcaceae;g_ Terrisporobacter;s__mayombei
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o_ NA;f__NA;g__Candidatus Puniceispirillum;s__Puniceispirillum marinum_nov_90.85%
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhizobiales;f__Bradyrhizobiaceae;g_ Bradyrhizobium;s__multispecies_spp26_4

k__ Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhizobiales;f__Bradyrhizobiaceae;g_ Bradyrhizobium;s__sp._str._LMG10689
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhizobiales;f__Methylobacteriaceae;g__Methylobacterium;s__zatmanii
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhodobacterales;f _Rhodobacteraceae;g__Paenirhodobacter;s__enshiensis_nov_97.92%
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Rhodospirillales;f__Acetobacteraceae;g_ Roseomonas;s__mucosa
k__Bacteria;p__Proteobacteria;c__Alphaproteobacteria;o__Sphingomonadales;f _Sphingomonadaceae;g_ Hephaestia;s__caeni_nov_97.92%

k__ Bacteria;p__Proteobacteria;c__Betaproteobacteria;o_Burkholderiales;f _Comamonadaceae;g_ Delftia;s__multispecies_sppl_2
k__Bacteria;p__Proteobacteria;c__Betaproteobacteria;o_ Burkholderiales;f _Oxalobacteraceae;g__Massilia;s__timonae
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_ Pseudomonadales;f _Pseudomonadaceae;g_ Pseudomonas;s__aeruginosa

k__ Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o__Pseudomonadales;f Pseudomonadaceae;g_ Pseudomonas;s__multispecies_spp21_3
k__Bacteria;p__Proteobacteria;c_ Gammaproteobacteria;o_ Xanthomonadales;f_Xanthomonadaceae;g_ Stenotrophomonas;s__maltophilia



